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TagqMan probe-based quantitative real-time PCR
for detection of adulterants in vermicelli
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Abstract;: This paper selects specific primers and probes from six common raw materials for making vermicelli,
including sweet potato, cassava, mung bean, pea, potato, and corn, to establish a quantitative real-time pol-
ymerase chain reaction(RT-qPCR) method for identifying adulterated ingredients in vermicelli. The method of
TagMan probe is to connect the fluorescence group FAM at 5" and the quenching group TAMAR at 3'. When
the probe is hydrolyzed, the fluorescence group separates from the quenching group, and the fluorescence
generated by the fluorescence group can be detected by the instrument. The results showed that the relative
sensitivity of the method was 1%, and the absolute sensitivity was 10~% ng/pl.. It can be applied to the iden-
tification of sweet potato, cassava, mung bean, pea, potato and corn-derived components in 60 commercially
available vermicelli. The TagMan probe-based RT-qPCR detection takes a short reaction time, and has the
advantages of high sensitivity, excellent specificity, and accurate quantification, making it an effective tool for
detecting adulterants in vermicelli,
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