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Functional study of tomato APR1 gene in sulfur metabolic pathway

WANG Siyue, ZHANG Hua, GUO Wentong, YU Yue, HU Kangdi, YAO Gaifang
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract: In this paper, bioinformatics analysis of APR gene family members in different plant species
was conducted. Using tomato as experimental material, SIAPR] gene editing vector was successfully
constructed by CRISPR-Cas9 gene editing technology and transferred into Agrobacterium tume faciens
receptor cells EHA105. SIAPRI1 gene editing plants were successfully constructed using histopatho-
genesis technology, and it was found that the endogenous hydrogen sulfide content in their roots was
significantly lower than that of wild-type tomato plants, indicating that the reduced expression of Si-
APR]1 gene inhibits the production of endogenous hydrogen sulfide, which is an important basis for
studying the function and mechanism of SIAPR]1 gene in tomato sulfur metabolic pathway.
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CCATGATOACACACTAAAACTTTTTTTGACTGATOATOGOCAGCAAACCACTCATTGA
CTATATTCCTCTAATAAACCACCCACCTATCCTCCCCOTCOTTITTACAAC
JCCAACTIAATCGUCTIGCAGCACAICCCCT
GLCOGLACCBALCUCTTTIOCCAACAGTLG
ATTICT —r—-r—-rrrr ACGATTTTGORTCCCA
\TANCTGCTTT. TATGECTACAANGCACTATTGE

T COCCATTTAACCTATTAACAATCTTCAA
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CTTACSCGCCTIGGATCACAGGCCAGCGTARRCATCAGTCCCCT

(a) A

Samplo: N. 1811000021 AR 16)H 2icar)_Pw_CU2 a1
Anchor saquence GAGAGCTICTARAG C
Cegenerate sequence [GT ] CGCCT

Alele! CACACCTCTAAACCCCTTAC CCT AC
Aliele2 CACACCTCTAAACCCCT ACTCCCCTOCATOCACA
Algrmerts of Allslel AlielaZ, and ralerence sequencs.

CACACCTCTARAC

Allelez:

CCCTTACGCCCCTCCA

CACACCTCTARACCICTTACTCCCCTCCA
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