%48 K % 74 A Tk K FF IR Ca KM F R Vol. 48 No. 7
2025 # 7 )E] JOURNAL OF HEFEI UNIVERSITY OF TECHNOLOGY (NATURAL SCIENCE) _]ul. 2025

DOI:10. 3969/j. issn. 1003-5060. 2025. 07. 013

40 PR X i A TRUIE A i
B I mRNA K- 5 ]

ME, K OE, x4

BB i SEY TR 28 A 230601)

B Z.CEAFIH 10.50.200 ng/ml. 3 FlA ] B vk B A T 40 i R F- (stem cell factor, SCF) #2215 558 #6k
TERE KA (bone marrow derived mast cell, BMMOC) 5 J& , -4 J& 46 1 37 1<t B H AE R 40 it 25 3 B (mast cell
protease, MCP)4 ,MCP5 ,MCP6 fil MCP7 Ay #5751k, 455220, BMMC Hh MCP [ Rk /KF32 SCF i ik
FERBEFRAF R A REM . Meped I9FRKK-FlZE SCF J5i e v BE i 38 in i W S b T, 76 5 R ik B SCF 859758
3 JEF S Meprd 753835 s Mepe5 e B e B SCF B35 5540 T RB/KF5 L 0 BAERE 52568 4 A 35w
IKF-s Mepr6 FEAIR T RE MR BE SCE 3537510 F 3R AT i3, I BAEREIRAS 3 AR ik B e /KT s Mepe 7 193=
KK Meped AL, BiE SCF 5T S  B2 (9 B0 B &8 1 F A6 e B vk B SCF 153758 4 Al By ik fe s
S5 45 B A5 AT R 4 3 P R AR B B AR AL TR A .

SRR - I JEIE R4 i (BMMO) s 41 g A - (SCF) 5 BE Kk 4 it 2 14 i (MCP) 5 253 85 (i (MCT)

hE S ES Q254 NLERFRERS A SMEHS:1003-5060(2025)07-0945-06

Effect of stem cell factor on protease mRNA level in bone marrow derived mast cell

HANG Xueqging, ZHANG Xian, LIU Jian
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract; In this paper, bone marrow derived mast cell (BMMC) was cultured for five weeks with
10 ng/mL, 50 ng/mlL and 200 ng/mL stem cell factor(SCF) and the mRNA levels of mast cell prote-
ase 4(MCP4), MCP5, MCP6 and MCP7 were detected every week during the culture process. The re-
sults showed that the mRNA expression level of MCP was affected by culture duration and SCF con-
centration. The mRNA expression level of Mcpt4 significantly increased with the increase of SCF con-
centration, and the high expression was induced in the third week under high-concentration SCF cul-
ture conditions. The mRNA expression level of Mcpt5 was high under medium-concentration SCF cul-
ture conditions and reached a maximum in the fourth week. The mRNA expression level of Mcpr6 was
high under low-concentration SCF culture conditions and reached a maximum in the third week. The
mRNA expression level of Mcpt7 was similar to that of Mcpz4, which significantly increased with the
increase of SCF concentration, and was the highest in the fourth week under high-concentration SCF
culture conditions. The results provide a new basis for studying the activity and physiological func-
tions of BMMC,
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