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Role of motB and fliC genes in the motility of Escherichia coli

HUANG Chengyun, LIU Jian, WANG Fangbin
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract ; Peritrichous bacteria can provide motivation for own motility by employing flagellar motor to
turn the flagella. In this paper, Escherichia coli was used as model organism, and the Escherichia coli
genome was modified by CRISPR-Cas9 gene editing technology to construct the Escherichia coli
strains without motB and fliC, respectively. The rotation of single flagellar motor was studied by
bright field microscopy; the individual bacterial swimming motility was studied by dark field microsco-
py; the swimming motility of bacterial population was studied by using soft agar plates. The results
showed that the strains of Escherichia coli without motB and f[iC lost the ability of motor rotation
and bacterial motility. The motility of Escherichia coli was restored when plasmids p]Y7 expressing
motB and pKAF131 expressing fliC were transformed to the cells. The results suggested the role of
motB and fliC in the motility of Escherichia coli.
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