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Prokaryotic expression analysis of calcium signal
transcription factor MdbHLHZ in apple
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Abstract; Transcription factor MdbHILLH2 can respond to calcium signal and affect the postharvest
storage performance of apple. In order to further explore its structure and function, the full length of
MdbHILH?2 gene coding sequence(CDS) was amplified by polymerase chain reaction(PCR) and cloned
into prokaryotic expression vector pMAL-c2X, and the recombinant plasmid was transformed into ex-
pression strain Rosetta(DE3). The recombinant MdbHILH2 protein fused with MBP tag was induced
by isopropyl-p-D-thiogalactopyranoside(IPTG), and the recombinant protein of MdbHLLH2-MBP was
successfully detected by polyacrylamide gel electrophoresis(PAGE). The results provide an important
basis for further study of the structure and function of MdbHILLH2.
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