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Construction and identification of Arabidopsis WRKY 13 gene expression vector

HU Min, SONG Hui, YE Min, CHEN Yifan, YU Xin, FAN Tingting
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract; Iron(Fe) is an essential micronutrient for plant growth. Nowadays plants are widely affected
by Fe deficiency stress, which seriously affects plant growth and reduces crop yield. Therefore,
screening and cloning of Fe deficiency stress tolerance genes are of great scientific value and practical
significance to solve agricultural production problems. In this study, Arabidopsis thaliana was used
as experimental material and the promoter region of the WRKY13 gene was cloned by polymerase
chain reaction(PCR). The ProWRKY13 : GUS fusion expression vector was successfully constructed.
The ProWRKY13 : GUS vector was transformed into Arabidopsis by the floral dip method, and posi-
tive transgenic plants were obtained after identification and analysis. The transgenic plants were sub-
jected to GUS tissue staining induced by Fe deficiency. The results provide an important basis for
studying the function and transcriptional changes of WRKY13 gene under Fe deficiency stress.
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