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Desiccation induction and expression construct of pspA
gene from Cronobacter malonaticus
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Abstract; The phage shock protein (Psp) system has been considered to be related to the envelope
stress response(ESR). In this paper, the role of phage shock protein A(PspA) in Cronobacter mal-
onaticus under desiccation stress was explored. Quantitative real-time polymerase chain reaction
(PCR) result showed pspA encoded by PspA in C. malonaticus was significantly expressed by desic-
cation stress, suggesting that Psp system has a certain effect on the resistance of Cronobacter to desic-
cation stress. The pspA of C. malonaticus was successfully cloned and pET28a-EGFP-PspA expres-
sion construct was produced. Inducing the high-efficiency expression of PspA can be used to analyze
the function and location of PspA under desiccation stress for carrying out further research and discus-
sion on the desiccation tolerance mechanism of C. malonaticus Psp system.
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