% 46 K % 3
2023 4 3 A

Afe Todk K F IR Ca KA FE R
JOURNAL OF HEFEI UNIVERSITY OF TECHNOLOGY (NATURAL SCIENCE)

Vol. 46 No. 3
Mar. 2023

DOI:10. 3969/j. issn. 1003-5060. 2023. 03. 017

PuFADS

J R o) 2% 3k 2 A 1 A 2 S B

TE 7l P Y 15 A% Fe b

7]')2\ aNFTaNE
CEMRELAE RS B

BRE, HFT,

Wer oy, AL, K4

AW TR e LB B 230601)

i E: R A AN 8(fatty acid desaturase 8, FAD8)J& FAD P KRB » 0T 2 5 HEAL A A T IR Y

BT R RS o A HE— 2P 0F5E PulFADS BE P S RE S A5 7 il SR S48 A MR B 56 R SOy

TRAAE Tl PulADS SN (930 FEh AR, 3t 1 AT 1 A T 18 5 56 AL A ) 2L G SR BR 3R A i P

FADS B:Pid R IAME bR . Z5RKM Wl PuFADS J X i 3 I8 S A i 2 » I 445 3 i i 2 b i ke » LA
— R FEIRIED (14950 1 DI fE » D WA AR 7 0 R S R A R R MR M RO IR LA B 1

KR Al s PuFADS LR 5 15 2635 s BR M EE /X
X EHE:1003-5060(2023)03-0392-05

HESES: Q784 M ERARERS : A

Construction of overexpression vector of PuFADS gene and its genetic

transformation in tomato(Solanum lycopersicum )
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Abstract ; Fatty acid desaturase 8(FADS) is a member of the FAD gene family, which can catalyze the synthe-

sis of unsaturated fatty acids and affect fruit aroma. In order to further study the function of PuFADS gene

and its relationship with volatile compounds in tomato(Solanum lycopersicum) fruit, the overexpression vec-

tor of tomato PuFADS8 gene was constructed. The overexpression plant of tomato PuFADS gene was ob-

tained by Agrobacterium-mediated transformation and plant tissue culture. The results showed that the over-

expression vector of tomato PuFADS gene was successfully constructed and tomato overexpression plants

were successfully obtained in order to further study the molecular function of PuFADS gene and clarify the

regulation mechanism of volatile compounds during tomato fruit ripening.
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