%46 K % 2 4 AfE T K FFIRCE KM F R Vol. 46 No. 2
2023 # 2 A JOURNAL OF HEFEI UNIVERSITY OF TECHNOLOGY (NATURAL SCIENCE)  Feb. 2023

DOI:10. 3969/j. issn. 1003-5060. 2023. 02. 020

i UVR 8 Kk R SR SR I W5 b Joi 1) 52 Wi

wEW, TEF, EEEF, & ., EBRR

CHEME TV R iS5 TR0 28 A8 230601)

W OEBIMRPIMEALS 8(UV resistance locus 8, UVRS) 4ithh iz A% 11, 115 UV-BIBHAIE S 7S, gk
J % SR A AR TR N . SCEEXT UVRS 33 375 FFE R T BRAR A 1 S SC b AT 4007, 45 SR 3R B« S5 %0 IR AH
FE s UVRS 3 2 787 X 78 il R S 8 TR 0 s ) o R Sl i 28 v TP AR 0 5 6 UVIR 8 9 5 IR 3 i R 52
P 4 A U (CCAD Fi AL P i (POD) 5 PR 47 I 2 , 245 R R Bad B F i R 5 CAT.POD WG 5
WP AR AR L AR R A IR P AR A 2. 5.2, 3 %, T 35 R I SR 7 ki SR S T 5 AR RUR L i 2 R R 5 TR
AR A 2o AP AR AR 1 T 8 (MDA BEA T 4341, R WM g i Feak A RS2 vh MDA W) i (i & i A% 1R
AR 1/2, 10 B4 g FERUTERTE i A 90 b MDA ¥y 55 1) & 5 B9 A4 BUAH e B B 7R f DA R4 SR AT,

UVR8 FERIAEFE A TRl AR SR 5 W b 4 TR .

SEHEIR T AN SEAMRBINENT S SCUVRS) 5 V5K 5 W M 5 5 S5 1A

RES S QI43. 2;S641. 2 R AR A X EHS:1003-5060(2023)02-0274-06

Effect of tomato UVRS gene on postharvest storage quality of fruits

LIN Zhicheng, LI Jianan, WANG Hongtao, XU Juan, TANG Xiaofeng
(School of Food and Biological Engineering, Hefei University of Technology, Hefei 230601, China)

Abstract: UV resistance locus 8(UVRS8) encodes a photoreceptor protein, which is responsible for UV-
B sensing and signal transduction, and is believed to be involved in the regulation of other physiologi-
cal reactions. In this work, the fruits of UVR8 overexpression and gene-silenced plants were ana-
lyzed, and it showed that compared with the control group, the UVRS8 overexpressed transgenic toma-
to(Solanum [ycopersicum) fruits had a longer storage period, and the fruit hardness was significantly
higher than that of the wild type. The catalase(CAT) and peroxidase(POD) activities of UVRS8 trans-
genic tomato fruits were measured, and the results showed that the activities of CAT and POD in
overexpressed tomato fruits were significantly higher than those in the wild type, which were 2. 5 and
2. 3 times higher than those in the wild type, respectively; while the activities of CAT and POD in
gene-silenced tomato fruits were significantly lower than those in the wild type. The analysis of ma-
londialdehyde(MDA), which is an indicator of lipid peroxidation, showed that the content of MDA
per gram of overexpressed tomato fruits was reduced, which was only half of that of the wild type,
and the content of MDA per gram of gene-silenced tomato fruits was significantly higher than that of
the wild type. It could be inferred from the above results that the UVRS8 gene played a role in prolon-
ging the postharvest storage period of tomato fruits.
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